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Subio Platform

Subio Platform  http:/fja.subio.p/products/platform Subio
Platform Windows  Windows64 bit  Mac OS
PC ChIP-Chip
CGH array tiling array exon array ChlP-seq
32 Windows
64 Windows
64 Windows
Windows (32bit, 64bit)
1. ZIP
ua C Program Files
2. subioplatform Subio.exeSubio64.exe)
Mac
1. subioplatformdmg
2. Subio Platform Installer.pkg Subio Platform Applications
Subio
3. Subio Subio.app
Windows Windows (CTRL) Mac Command
(Cmd) control + click
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Subio Platform Subio Platform
PC Subio Platform

1. Subio Platform

2. Subioplatform vmargs.txt
-Xmx600m -Xmx2000m
3GB PC -Xmx1200m
Java VM Subio Platform
a "m" MB - Xmx1200

Subio Platform

o Platform - Human

n Plug-in Helg

Analysis Browser | Data Managerl

A EEFRE @ & W e ™l o 5o

test2
candidate genes_718 Processed Signal v

6

S — >

Processed Sianal
(=]

72 subset ol X
-2
* B - S
asurement Lists g EZ
.6 2
sex male male female
age 26 95 27
DEG_TF Setup Series | Setup DataSet | Sample Info | Datasheet | Annotations | Region|
files Ninnlaciad « 19CC0 Calacbad A M @2 11 A e et
Data Manager Subio Platform Platform,
Sample, Series
Sample
. . 4 .
Series panel Series Load (L‘cfm) Analysis
Browser Series Analysis Browser 1 Series
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Series

2 FIGUUITIL = TG

Analysis Browser Series

Measurement List Tree

1 Plug-in Help

+ 0

Analysis Browser | Data Manager

candidate genes_718
Platforms (12)
R s 7 /7WEH* 0B Column H
Name Measurements Samples Series Date Modified 1D
G 1 , S chrom
\Agilent rice 4 x 45,151 1 chromSta
0SuU-CCC 3,765 152 12010-12-06 10:02:57 chromEnd
Agilent-029828 45,220 36 2/2010-12-14 11:57:36 SErand
Tsinghua 1,932 257, 1/2010-12-21 16:23:05
1024595 21,681 12 22011-01-04 09:48:02 name
\Agilent-016322 6,316/ 16| 22011-01-07 17:09:01 score
gff new platform 386,033 2 12011-01-07 11:53:21 blockSizes
Agilent- 026652 45,220 12 12011-01-12 10:59:47 i
[Tlumina 48,702 4 1/2011-01-12 11:36:54 blockstart
Qc2 ‘GSE22400 231,283 7 12011-01-12 11:44:36 Annotatio
Qc3 ) IAffy MOE430.20 45,101 3 1/2011-01-13 15:13:21
DEG by generation
DEG
DEG_TF
files Samplsl Series‘
QC3-All Samples M oAn:2 Displayed : 2 Trash : 0
aSets @) s ) SeriesZZTIRL T
Load 3% —
Samples Created

compare by generatiol

Sample Groups

#Loaded

82009-04-11 09:16:1

Analysis Browser Series

Series panel Scatter ot Sample Group Region panel

DataSet Plugin  DataSet
Sample Group Series panel
Series pad Region panel Region  Series Series panel
Subio Platform
Measurement
ID
MeasuremeniD
Sample: 1 run
) Sample

Hu

! Subio Platform - Human

Platform Plug-in Help

Region
s+t 0

K =m
candidate genes_718

B

GSE1572 subset
+%+4r0
¥ Measurement Lists

4 Qc3
.4 DEG by generation
s* DEG

'Y DEG_TF
v Profiles
& i QC3-All Samples
¥ DataSets

i compare by generatiol

¥ Sample Groups

§ male-26
i male-95

o X

(n=3



Raw Signal: Subio Platform Measurement Chi,

Ch2 score

Processed Signal: Raw Signal(s)
Series Sample

Platform Sample

Platform: Measurement ID
annotation
Sample Measurement|D Platform
Format: Sample Measurement ID
SampleFile
Feature Extraction Feature
Extraction Format
BED GFF
Parameter: Series Sample
Parameter Parameter Series SetUp DataSet
Parameter

Biological Table: Subio Platform GenomeView

BED GFF
Biological Table GenomeView

Region Biological Table GenomeView

Region
Biological Table BED, GFF, Region
Organism
Region
Organism: Organisn  Platform
Sample Series Region
ID Subio Platform MeasuremetbD
Subio Platform Measurement
MeasurememnbD ID
MS RT Measurement



MeasuremenD

Measurement annotation
Platform
ID

ID Platform Platform Sample

Sample Platform Platform Sample
Sample Platform Subio Platform
i miRNA

Platform
Sample
ii.
1D
iii. (BED GFF )
1D

Platform

Platform

Measurement ID

Platform Measurement ID



Platform

New Platform

Exploror (Finder)

[y s ot e

Platform

=]

Platforms (12)

G #7770 E+ 08

Name| & New Platform

ilent] | Import a tab-delimited text file.
Platform Name: Agilent 028004 human

ilen
;.‘1 Input File:
ilen
o
Mlumi
SE224
I
Samj
Al: 2
m‘ « Back Next > _
Name
V(iNew Platform
- - - - FE B apa Y
Column Header: row | 214/ [Measurement ID: column | 1}3]
.1 |iplatform | .| chrom
2 T id [seq strand start sto—=!
7896736  |7896736  |chrl + 53049 54 |
|| 7896738 (7896738 [chr1 T 3015 ez |romStart
s || 7896740  |7896740  [chr1 + 69091 700 ||
|| [7896742 7896742  |chr1 + 334120 334 | chrom End
| 7896744 7896744 chr1 + 367650  [36€ |1
7896746  |7896746  |chrl + 564951 |56 |
7896748  |7896748  |chrl + 566062 |56 | strand
7896750  |7896750  |chrl + 568060 |56t |[
tid | 7896752 [7896752  [chr1 + 568844 |56¢
7896754  |7896754  |chrl + 721406 |721
S = — : S =
Measurement ID Measurement ID Probe

» New Platform
_ = - s . -
Table Definition
Column Header: row 2% Measurement ID: column 2_—?l
| o2l ) L
Iplatform . | chrom
transcri q strand start sto—
7896736 7896736 chr1 + 53049 54¢ chron
7896738 7896738 chrl + 63015 63¢ —
7896740 7896740 chri + 69091 70C
7806742  |7896742  |chrl + 334129 334 | chrom
8l 7896724 |7896744  |chr1 + 367659 36€
7896746 7896746 chrl + 564951 565 L
7896748 7896748 chrl + 566062 56€ stranc
7896750 7896750 chri + 568069 56€ .
|| |7896752 7896752 chrl + 568844 56€&
7896754 7896754 chrl + 721406 721

Select File



row 2% Measurement ID: column 21
.| chrom Y (R F 5

eset_id |seqgname nd start sto=| | seq) -
736  |chrl + 53049 54¢
73 ohrl + w15 ez | Chrom Start Mg L3 - (4)
740 |chr1 + 68091 70C [Stﬂ": M
742 [chrl + 334129 334 | chrom End
744 |chri + 367658 |36€ BEES (1)
746 chrl + S64951  [s6t | |SEOP v
748 [chri + 566062 [s6¢ |strand 5 R@H /I~ TR
750 |chri + 568060 |56¢ g
752 |chri + 568844 |56€
754 |chri + 721406 |721 B
756  |chrl + 752751 75 ~ | |transcript_cluster_id
= 4 probeset_id

When multiple Measurement IDs are found: [“

start
stop
ot _probes
— = =
Finish
Platform Edit Platform

Analysis Browser | Data Managerl
— B B

Platforms (12)
malcl,cume s

Name Measurements Samples Series Date Mot

9-10-

Agilent rice 4 x 12010-12-(
0OSuU-CCC 3,765 152 112010-12-(
X Agilent-029828 45,220 36/ 2/2010-12-1
Tsinghua 1,932 257 12010-12-2
n24sas 21 AR1 12! 20nM1-nr
Platform Select Columns
Platforms (16)
§ &[FlssriE e+ Column Headers
) Edit Platform | — - E———
AP EBY P Ao Jxe LM %L 5 -
transcrip... probese... chrom strand chromsS... chromEnd total_ [ transcript_cluster_id -
8097118 8097118 chr4 + 120325496 120325901 8 £ ; probeset_id
7931824 7931824 chrio - 4927661 4934167 19 W \> chrom
8071061 8071061 chr22 + 17093400 17094234 12 [#] strand
8071063 8071063 chr22 + 17100507 17179521 14 chromsStart
7972670 7972670 chr13 - 103381801 103383129 25 [#] chromEnd
7972672 7972672 chr13 o 103386976 103389159 22 [ total_probes =
8144503 8144503 chrg + 8098223 8098666 9 lene_assignment
7999550 7999550 chrié - 12180609 12184159 24 Genbank
8054465 8054465 chr2 - 109960685 109961374 17
8023596 8023596 chrig - 58461841 58462149 23
7937934 7937934 chrii + 4351095 4351679 33 Cytoband L3
7945954 7945954 chri1 - 4263286 4263870 33 [V] Entrez Gene
7945956 7945956 chril - 4308729 4309175 24 mrna_assignment
7917103 7917103 chri - 78030185 78149104 45 [] swissprot
8003846 8003846 chr17 + 3907750 3910449 25 [] unigene
8011542 8011542 chr17 - 3907739 4046314 74 - [ GO_biological_proc
< m | » [7] GO_cellular_compo ~
oK




.
date —

m P 1 &
& » | | B Y% i 20 5 @ PO q * o I é
1D (m chrom chromS... chromknd | strand name score _§_
13 Nppa chr4:14737 chr4 147376024 147376083 - i

— 14 Aqp7 chr4:40981 chr4 40981302 40981243
15 chr4:98963 chr4 98963069 98963128

3 16 Hvenl chr5:12269 chr5 122691981 122692040

menf| 7

T 18 Gpr33 chr12:5312 chri2 53124437 53124378

easu 19 C230086]J0 chr14:9419 chri4 94196830 94196771

Sﬁl 20 Maml2 chr9:13425 chr9 13425586 13425645
21 A330106F0 chr2:23349 chr2 23349174 23349115
22 Ptdss2 chr7:14833 chr7 148338783 148338928
23 Leelc chr3:92484 chr3 92484714 92484773

Function Shortcut Description

Undo ®|Ctr+z Undo an editing operation
Redo * Ctr+y Redo an editing operation
Select All | Ctr+a Select all cells

Copy Ctr+c Copy to clipboard

Cut Y| Ctr + x Copy toclipboardand clear
Paste YlCtr+v Paste from clipboard

Clear ¥ Delete Clearcells

Repeat to| Ctr+d Repeat pattern vertically

Split Column =il - Split values aseparat®s
Lookup ¥ - Integrate with external table
Find ~| Ctr+f Search keywords and replace
Add Column 4] - Add a new column at right
Delete Column | - Delete acolumn of selected
Add row = Add a new row below

Delete row ® Delete a row of selected cell
Move by Cell Arrow keys Move a selected cell to edit
Move and Select Shift + Arrow keys | Move and select multiple cells
Move by Block Ctr + Arrow keys | Jumpto next cell with or without value
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LookUp L 4

Platform

LookUp

AL

Z."G Edit Platform s wn
arEEY Plao| IuwFL|MaL >
) HROM 0 rQ d

13
- 14
15
16

17
{
1 i

ufyl 19
20
11 R1

22
23
24
. 25
N 26
27
28
129
;0

Labl

Key Column Measurement ID

pe——

Select Key Columns
Platform
e o (6] ® ®
ID COL"ROW NAME SPOT_ID CONTROL_TYPE REFSEQ GB_ACC |
1 [266 [170 |GE_... |GE_Brig...|pos
2 [266 [168 |Dark...|DarkCor.../pos
3 |266 [166 |Dark...|DarkCor.../pos
4 [266 [164 |Dark...|DarkCor...|pos
S [266 [162 |Dark...[DarkCor.../pos
6 |266 (160 |Dark...|DarkCor...|pos
. 7 - e P == o=
- < [ m |
=
|| ImportFile
‘ts Header Row : 1
© (@ ©

I8 o
<

1p| ' tra...|pr... oR
- 78... [78... |chr1

© ©
‘(_t-r r...|tot...|ge... [mr...|sw... |uni.
53... [54... |7 |- [ENeeo|— [-— |-
63... 63... |31  [--- EN...}:- i i e

“Jstr.

-+
1 78... |78... chrl |+ -
2 78...|78... |chrl [+  [69...]70... 124 |"N...|"N...|BC...|N... [N... |N... [N
E | 78... |78... [chrl [+ [33...[33...]6  |N... |'N... [N... [N... [N... [N... |N
3 78...178... chr1 [+  [36...36... 36 ['N...['N... ['ec N... [N... |N... |N
5 78...|78... |chrl [+ [56...[56... 28 |- ['Newe|-== [-== |- [ |-
3 78...[78... Jchr1 [+ [56...56... 24 |- |NC..|--= |- |- [-- |-
3 (

Platform

11



& Lookup

Import Options
Select Impot Columns [¥] Eect/dear AI]

[ a C

o @ V)
probeset_id transcript_cluster_id chrom strand chromStart chromEnd total_probes gene_assignment
7896736 7896736 chri + 53049 54936 7 =
7896738 7896738 chr1 |+ 63015 63887 31 -

7896740 7896740 chrl |+ 69091 70008 24 "NM_001005240...
7896742 7896742 chr1 |+ 334129 334296 |6 NM_207366 // S...
7896744 7896744 chrl |+ 367659 368597 36 "NM_001005277... |'
7896746 7896746 chrli |+ 564951 565019 28 -

7896748 7896748 chrl |+ 566062 566129 24 ---

7896750 7896750 chri |+ 568069 568136 |28 "AK172782 // GP...['
7896752 7896752 chrl + 568844 568913 24 = §
7896754 7896754 chr1 + 721406 721912 23 AK290103 // LO... |'
7896756 7896756 chr1 + 752751 755214 26 "BC037297 // FA...[E
7896759 7896759 chr1 + 791391 793751 12 AK096570 // LO... '
7896761 7896761 chrl + [§60530 I§80512 42 NM_152486 // S... "
< | m | »

Multiple values found in the import file [Impoct only first value

Separator @

Platform

Sample

1.

2.

KeyColumn

Sample

P

Platform

Sample

latform

CGH

Platform

Sample

Sample

Platform Sample

Import Samples

Sample

2

Platform Sample

Platform

12

3
1
Platform
Platform
Samples Sample

Finish



e
Platforms (17)
Q,l Z 27N E +» B Column Headers
Name Measurements Samples Series Date Modified 1D
aff new platform 386,033 2 12011-01-07 11:53:21 | .| (CO%
IAgilent- 026652 45,220 12 12011-01-12 10:59:47 ROW
= Tiiumina 48,702 4 12011-01-12 11:36:54 NAME
o' X | (Gse22400 231,283 7 12011-01-1211:44:36 | | | oo 1o
IAffy MOE430.20 45,101 4 12011-01-13 15:13:21 =
IAffymetrix 33,295 6 12011-01-19 11:51:38  |=| (CONTROL_TYPE
Affymetrix 54,675 81 22011-01-21 14:10:30 REFSEQ
45,22 ) 32011-01-24 16:54:40 i
3 NimbleGen 5,961 4 12011-01-25 10:52:52 | =| [cB-AC
Samples ] Seriesl
All : 32 Displayed : 32 Checked : 0 Trash: 0
| # £ 2.0 Case Sensitive
File Name :
[] [Control-1.txt
[] Control-2.txt
] |GK-L.bxt
] [GK-2.bxt
3. Import Samples Sample
Sample Sample
Multiple Samples in One filg Sample
A —
& Import Samples & & & & ¥ } [
[Agilent-014868 Whole mouse G 4x44K | v |
- if: ‘j: Multiple Samples in One File
1 Samplel.txt
b 2.txt
]J Input Files: :
| SampleS.txt
Select Format: |GEO 1 color =
‘ [ Check Format ]
|
§ ( Create New Format ]
[ Manage Format ]
Signals For Same IDs : @ Mean () Median ) Sum
Sample Measurement ID
Format Select
Format Format Format Create
New Format
5 1 Header Data
Start

13



" Create New Format ___;‘-— — — u
Heag{1[5] Dota start: 215 Measurement ID:
text text text in text - [ .
FEPARAMS ... . |Scan_Sca... |Scan_Nu... |Scan_Date [Sca— |
DATA GE1-v5_9... [15-Aug-20.../Agilent Te...|1 03-08-200...[5
= Ch1 Raw Signal
TYPE |fioat float float integer integer h [ = ]
STATS gDarkOffs... |gDarkOffs... |gDarkOffs... \gDarkOffs... |gSaturati... |gAv
| [DATA 29.846 30 4.63492 1000 638193 119 Ch1 Reserved: ‘
ks | [
! TYPE integer |1nteger integer integer integer tex! [ 'J
FEATURES |FeatureN... |Row Col SubType... |ControlType|Prol Ch2 Raw Signal: [
! DATA 1 1 1 0 1 GE_
DATA 2 1 2 66 1 Dar [ '] \
DATA 3 1 3 66 1 Dar Ch2 Reserved: [
DATA 4 1 4 66 1 Dar !
DATA 5 1 5 66 1 Dar [ 3
DATA 6 1 |6 66 1 Dar I
DATA 7 1 7 66 1 Dar
DATA I§ 1 8 66 1 Dar
DATA 9 1 9 66 1 Dar
DATA 10 1 10 66 1 Dar
DATA 11 1 11 66 1 Dar
DATA 12 1 12 0 0 AS
6 Measurement ID Signal
|| Be |lanalusicReawsarl Data Manager |
&l Create New Format E - -
ety
LL.} -
i LI—OL} sl EE& Measurement ID:
TYPE text text text integer text floa ~f| 7
%’;RAMS [brot B LProtoooI_... Scan_Sca... Scaengu... Scan_Date [so=f  |Featurehum 2
DATA GE1-v5_0... |15-Aug-20... Agilent Te...|1 03-08-200...5
* Ch1 Raw Signal:
TYPE [float [float float integer integer _|floa [ ProcessedSignal v}
STATS QDarkoﬁs...‘QDarkoﬁs... gDarkOffs... |gDarkOffs... |gSaturati... |gAv 9
DATA 20.846 30 4.63492 1000 638193 119 Ch1 Reserved: f
-
TYPE integer _|integer g integer __|integer __[texi gBGSubSignal '} |
FEATURES |FeatureN... Row Col EubType... \ControlType Ch2 Raw Signal:
| [DATA 1 1 1 1
[ DATA 2 1 2 166 1 Dar [ '}
DATA 3 1 3 |66 1 Dar Ch2 Reserved:
DATA 4 1 4 |66 1 Dar p
DATA 5 1 5 66 1 Dar L v}
DATA 6 1 6 166 1 Dar
DATA 7 1 [7 66 1 Dar
DATA I_é 1 ig 66 1 Dar
DATA 9 1 9 66 1 Dar
DATA 10 1 10 66 1 Dar
DATA 11 1 11 66 1 Dar
DATA 12 1 12 0 0 A_S
DATA 13 1 13 0 0 A_S
DATA 14 1 14 0 0 A_S
DATA 15 1 15 0 0 A_S
DATA 16 1 16 0 0 A_S
DATA 18 1 18 0 0 A_S
DATA 19 1 19 0 0 A_ .
I BATA 5 i S s 5 s Format Name: ]lc_greed \
DATA 21 1 21 0 0 AS~ :
il 0 y = [ Overwrite l[ Create ][ Cancel ]

Format Import Samples

14



m
[ & ImportSamples © & & & ¥ o

-Agllent-014868 Whole mouse Genome 4 x44K |

- Multiple Samples in One File
1 Samplel.txt
Sample2.txt
Il InputFiles: Sample3.txt
J Sample4.txt
SampleS.txt
Samples ot

Select Format: '1c_green

Check Format

[

Create New Format

( Manage Format ]
Signals For Same IDs : @ Mean () Median ©) Sum
[ import || cancel |
Select Format Format Chek Format
Format Check Format
Format Format
Platform Sample
|| Plattorms (17)
§ euois g —
r._;l[mpcrtSamples_ Yy T . =5 &l Import Samples | 0 8 0 0 W . [

Agilent-014868 Whole mouse Genome 4 x44K ~ ] |

| [Ag\lent-OM&ﬁS Whole mouse Genome 4 x44K -] |

| Multiple Samples in One File |

| Multiple Samples in One File |

9e1 (ERROR)Samplel.txt i (REDUNDANT)Samplel.txt
'} (ERROR)Sample2. ot | - (REDUNDANT)Sample2.txt
gl e e { = e
| . | _ reounomTsempes

(ERROR)Samples.txt (REDUNDANT)Samples. txt

Select Format: [lc_green

ol Calart Enrmat: | CEA 1 calar =1 all
8 Sample Next Sample
Series
Import Sample Series
Platform Sample Series
Sample Create Series

15

Series



1024595 21,681 12
Agilent-016322 6,316 16
1 o' X ||| off new piatform 386,033 2
Agilent- 026652 45,220 12
*
$® 0 i 48,70, 3
“easurement Lists | & create series ) T -
h
All Measurements
srofiles Series Name [S_Samplesi

DataSets

Overwrite \[ Create ” Cancel l

: 32 Displayed : 32 Checked : 6 Trash: 0

rao| s([F+» o

File Name
| @] mplel.txt
v Trees | @] mple2.txt
| @] mple3.txt
2 mple4.txt
athways | [V] [SampleS.txt
V] mple6.txt
| [[] [Control-1.txt
=1 Control-2.txt
(ChlP-seq RNA-seq )
Series
Subio Platform BED GFF
1D
Signal interval data
Measurement ID
1 2

Platform Sample

Import Samples

B

lysi | Data g

Platfor
& ‘

(18)
ZZ7WE*» B

rements  Samples

iAgilent rice 4 x 1

10SU-CCC 3,765 152 112010-12-06 10:02
Agilent-029828 45,220 36 212010-12-14 11:57
[Tsinghua 1,932 257, 12010-12-21 16:23
1024595 21,681 12 22011-01-04 09:48
Agilent-016322 6,316 16 212011-01-07 17:09
gff new platform 386,033 2 112011-01-07 11:53
Agilent- 026652 45,220 12 12011-01-12 10:5¢
[flumina 48,702 4 12011-01-12 11:36
IGSE22400 231,283 7 12011-01-12 11:44
Affy MOE430.20 45,101 4 12011-01-13 15:13
Affymetrix 33,295 6 112011-01-19 11:51

| samples| series |



& Import Samples = o) Create new platform
GPLO1 (Affy HG-US5A) ~ Input your Platform name Sample Platform
Multiple Samples in One File
Create new platform ’ —— — -

Input Files:
Select Format: |GEO 1 color =
Check Format
Create New Format
( Manage Format ]
Signals For Same IDs : @ Mean () Median ) Sum
Input Files
Select Files Exploror
(Mac: Finder)
span Format
span
span
Genomic Location Filter (Genomic Analysis Pling
( span Measurement
score

17
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